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SEQUENCE LISTING

<160> NUMBER OF SEQ ID NOS: 7

<210> SEQ ID NO 1

<211> LENGTH: 20

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: MSCV-F

<400> SEQUENCE: 1

agtcctecga tagactgegt

<210> SEQ ID NO 2

<211> LENGTH: 20

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: CD18-R

<400> SEQUENCE: 2

cttegtgeac tectgagaga

<210> SEQ ID NO 3

<211> LENGTH: 11

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: MSCV

<400> SEQUENCE: 3

tgectgggect g

<210> SEQ ID NO 4

<211> LENGTH: 20

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: HS Albumin -F

<400> SEQUENCE: 4

gctetectge ctgttettta

20

20

11

20



